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Amendments to and Listing of the Claims: 



being inserted: 



, (Cu^ntly Amended) A set of oUgonudeotide probes for detecting at leas, one .ar^e. 
p„,„ucJdese,ec.edfro„apWi.ofdiffetent.atgetpoiynuc>^^^^^^^^^ 

arget polynucleotide corresponds to a single polynucleotide or a group of retoed 
Xlo'>^es, said set includ,r,gacolleo.ionofd,fferentpron..scuousprobes.where^ 

polynucleot . ^^^^,^1^^^,,,^^^ 

,0 said at least two target sequences. s.d pr ede r ed 

::cciir:pecific^ 

2 (Original) Tlresetofprobesofclaiml.comprisingapluralityofdifrercnt 
,edeflco— nsofprobes,eacbpro.dingspecifrcUyofde.ee.onofadiffe.^^ 

polynucleotide. 

3 (Currently Anrended) The set of probes of claim l.ftrther comprising a. least one 
n„„,romisLusprobethat...apeb..«^^ 

single target polynucleotide. 

4 (CurrentlyAmended) Ue set of probes of claim 1, comprising at leas, one probe 
tbat i..ap«b«i**^h» to a P'vot sequence, which divides two or more 
polynucleotides into distinct groups. 



2 



7325237 vl 



Application No. 09/916,808 

Reply to Office Action of July 2, 2004 

5 (Cu.e„tlyAme„ded)These,ofprob.sofdaiml.oo,„prisinga.leasto„. 

degenerate oligonucleotide probe wiam-vm 
target sequence. 

6. (Previously presented) The set of probes of claim 1 , therein the probes are 
immobilized on a solid support. 

7. (Original) The set ofprobesofclaim 6, wherein the probes are in the form of a 
nucleic acid array. 

, (Orighial) Thesetofprohes„fc>aim6,whereintheprobesarelinl.edtothesupport 
via a spacer. 

, (Original) The set of probes of clahn 6, wherein the probes are linlced to the support 

via a spacer. 

,0 (Withdrawn) A method for detecting a ptoality of different target polynucleotides 
usingthesetofprobesofclaiml.saidmethodcomprising: „f 3aid target 

_ exposing said probes to a test s^ple suspected of containing one or more targ 
polynucleotides under stringent hybridisation conditions; 

,etectingwhichprobesbavehybridisedtopolynucleotidesinsaidtestsample.and 

p'Igthchbridisationdatato determine wMchofsaidprcdefinedcombina^^^^^^ 
pro;e:::iybLed:osaidpolynuc,eotidcstotherebydeterminewhe^^^^ 

comprises any of said target polynucleotides. 

,, (Withdrawn) The method of claim 10, wherein said stringent conditions favour high 
discrimination hybridisation. 
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n (Withdrawn) The»e*odof c,ai» >0>rthe,co.prisi„ga„alysingwhetoa„yof 
12. (Witharawn; nhenotvne-determining target 

said target polynucleotides in said test sample corresponds to a phenotyp 

polynucleotide. 

n (Withdrawn) The method of claim „, farther comprising diagnosing a phenotype of 
.,J.o:*:l-samp,ewasde.edhasedonthephe„otype— ^ 

polynucleotideCs) present ittthe test sample. 

.4. (Withdrawn) The method of claim 10, wherein said processing is performed by a 
programmable digital computer. 

,3 (Withdrawn) A method for detecting an — or uncharactetised member of a 

- processmgxne y whether any of said combmations is 

hybridrsed to polynucleotides in said test sample, and whete ^ 

r:::=;=— ^^^^^^ 

ilativeofthc presence of said unknownorunchanctertsedmetnber. 

,a (Withdrawn) T,e method of claim 15, wherein the diffcrem combirtation of 
,,Jeotideprobescorrespondstoahy.thet.calpredef.nedcombina.onofprobes 

belonging to a predefined assemblage, 
hybridising to a redundant target sequence. 
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known t g P . .i,,,esDective target polynucleotide corresponds to a single 

specificity of detection of said at least one xdrgcip j ,,,„pt 

"Lelninsfo.eachta..e,po,vn„c.eo..eaeo^^^^^^^^^ 

..bset Which, when hybridised by comp— y or sub—y co.ple— 
, :C™eleotidep.obes,facimatespe*de.ee.o„of«^ 

,9 (Withdrawn) Theprocessofdaiml8,ftmhercomprising: , . 

_lLningan.nrn.alornearn,inin,a,„u.berofpron,iseuousohson— 
whicrdifferenLonrbinaUons,.— eberweenrhediffereni....^ 

20 (Withdrawn) Theprocessof claim 18. farther comprising: 
_sols*etarge.se,ue„cesfroms.dsubsettoobtainasubsetofpivot sequences 

which divide two or more polynucleotides into distinct groups. 

21 (Withdrawn) The process of claim 18, firfier comprising: 
_selhingthedatabaseforse<,uences.hat.euni,uetorespectivetargetpolynuc,eot.des 

to thereby obtain a subset of unique target sequences; 

irminingforeach.arge.polynuc,eo.idea.argetse,uencefroms^ 
.:mnnoLge.se,uences.omsaiduni,uesubsetands.dsharedsubsetwh.ch, 
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«He„hybria.seabyeo™p~yo.subs.a„.anyoo™p— 
fadUtate(s) specific detectionof that target polynucleoude. 

22 (Withdraw) The process of claim 21, further comprising: 
_ae.ermi„ingaminimalornearmi,tim.„t.nherofpromiscuousprohesw^^^^^^^^ 
ai,.crentcombinations.togetherwithoneor.orenon-pr„miscuousprohes.d_ate 

between the different target polynucleotides. 

23 (Withdrawn) The process of claim 18, further comprising: 

"elhingthedatabasefort.getse,uencesthataresubstantia„yidenricalorcon.^^^ 

between related target polynucleotides; and 

deducingredundantsecuenccscorrespondmgtopotentialscuencevarrantsofsatd 

.:etClto.erebyobtainasubsetofredundan,t.gctse,uenceswh.chcorrespo„dto 
ootentially unknown or uncharacterised target polynucleottdes; and 

determining for each targ^^ 

probe(s), facilitate(s) specific detection of that target polynucleotide 

24 (Withdrawn, The process of any one of claims IS, 20, 21 =md 23, forther comprisir^g: 
so I targets, uc„ccsfromsaidsubset(s,toob.ai„t.get sequences withs—^^ 

.rrttielrtheircomplementaryorsubstantial,^ 

probes. 
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polynucleotide comprises at least two target sequences shared between other target 
oirnueleo.ides,a„dwhereinapreaef.nedcombinattonofpro.iscuouspr 

isingto saidatieasttwotarget sequences, saidprederrned corn— P^^^^^^^^^ 

3UuyofdetecUo„ofsaidat,eastonetargetpo,ynuc,eotide.satdprocesscom^^^^^^^^^^^ 

- searching a nucleic acid sequence database comprising the sequences of sard target 
polynucieotides for identical target sequences that are shared between two or more of sard 
target polynucleotides to thereby obtain a subset of shared targe, sequences; 

polynucleotides to thereby obtain a subset of unique target sequences; 

Isearchingthedatabasefortargetsequencesthataresubstantiailyidenfcalorconser^ed 

„ related target polynucleotides and deducing redundant sequences correspondtngt 
^tential sequence varrantsofsaidtargetsequencestotherebyobtainasnbsetofreundan. 

Lget sequences whtch correspond to potentially unknown or uncharacterrsed target 

gforeachtargetpolynucleotideatargetsequencefroms^^ 
ftom said redundant subset, or a combination of target sequences from sard shared subse 
iTor from said redundant subset which, when hybridised by complementary or substanhally 

complementary oligonucleotide probe(s), facilitate specific detection of that target 

polynucleotide. 

26 (Withdrawn) The process of claim 25, firfrer comprising: 
- sorting the target sequences from said redundant subset, from said shared subset and. rf 
.yfls-duniqlubset to obtaintarget sequences with substanttaUysimiiarafTmrfesfor 

fteir complementary or substantially complementan- oligonucleottde probes. 

27 (Withdrawn) The process of claim 25, further comprising: 
_ determining a minimal or near minima, number of promiscuous probes whrch, m 
different combinations, .ogedter with one or more non-promiscuous probes, dtscr.mmate 
between the different target polynucleotides. 



7 



7325237 vl 



Application No. 09/916,808 

Reply to Office Action of July 2, 2004 

^ , • 1 8 or claim 25 wherein said process is performed 

28. (Withdrawn) The process of claim 18 or claim 2^, wn 

by a digital computer. 

^„.t for identifying a set of target sequences 

29. (Withdrawn) ^-"P"'-^"^'^'''^ ° '^r^^^^^^ 

. • t of nliponucleotide probes according to claim 1, comprising 

as input sequences of target polynuc polynucleotides; code 

..orin— thatidentinessequence— 

«.atiden.if.espote„tialtarse.se,ue„cesw..h»t^e^^^^^^^^ 

database that registers the presence or absence P°-"^ '"^ J 
.spectivetarsetpo,y„ucieo.rdes;codethat,de„t,fies*^^^^^^ 
„differenttargetpoIynucicotides;opt,ona,c^.^ — 
..unique to specific target po.ynuc,eot,des,codedr« 

nuntber of combinations of the target sequences to tden rfy thos co ^^^^^ 
sequences which, whenhybridisedtoco^pienrentaryohgonuceo^^^^^^^^ 

drlrintination between different target polynucieoudes; and a computer 

Stores the codes. 

A..rt nf claim 29 further comprising code 
30. (Withdrawn) -puter program product of 2^^^^^^^ ^^^^ 

«^,.l„,l.«l*.«n,b,n.»..ll»- ■ ,.,.,„„„..l.,. 
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. . vofthepredefmedcombinationsorpredefmedassemblagesoftarget 
patterns that match any of the preaeim 

oUgonucleotide array and code tha. reoe.ves as >nput a da«>b^e th 
presence or absence of target sequences in target polynucleoUdes. 

target polynucleotide. 

, H A^ Asetofoligonucleotideprobestordetectingatleastonetarget 
34. (Currently amended) A set of ohg „s, wherein a respective 

polynucleotide selected frotn a plurahty of afferent target poly 
L:po,ynucleotideeorrespondstoas.gle..y— 
p.,ncleotides,s.dsetinclud^^a^^ 

respective promiscuous probe ^^^'^'''^'''''^''^^^^^ ^„et polynucleotides 
..eenatleasttwoofs^dtargetpolynucleo..^^^^^^^ 

each comprises a, least two target sequences, a. lea t one of ^^^^^^^ 
o^ertargetpolynucleottdes 

combination of promiscuous probes „f detection of a respective 

»get sequences, said predefined combinatron provrdmg specficty 
one of said at least one target polynucleotide. 
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